Table S3. Linkage disequilibrium estimates for genotyped SNPs with r2 > .8 and < 1 Mb apart
	SNP analyzed
	Gene 1
	SNP excluded
	Gene 2
	Chromosome
	Distance (kb)
	D’
	r2

	rs617698
	CASQ1
	rs617599
	CASQ1
	1
	0.087
	1.00
	1.00

	rs3020781
	PKLR
	rs2071053
	PKLR
	1
	4.599
	.99
	.97

	rs3020781
	PKLR
	rs1052176
	PKLR
	1
	9.393
	1.00
	.99

	rs3020781
	PKLR
	rs1052177
	PKLR
	1
	9.071
	1.00
	.99

	rs5400
	SLC2A2
	rs5406
	SLC2A2
	3
	9.024
	1.00
	1.00

	rs5400
	SLC2A2
	rs6785803
	SLC2A2
	3
	2.427
	1.00
	1.00

	rs8192678
	PPARGC1A
	rs3755863
	PPARGC1A
	4
	0.14
	1.00
	.85

	rs10011540
	UCP1
	rs2270565
	UCP1
	4
	6.525
	.96
	.92

	rs1042711
	ADRB2
	rs1042714
	ADRB2
	5
	0.125
	1.00
	.92

	rs1800610
	TNF
	rs1799724
	TNF
	6
	1.345
	1.00
	1.00

	rs1800795
	IL6
	rs1800797
	IL6
	7
	0.424
	1.00
	.95

	rs4148646
	ABCC8
	rs757110
	ABCC8
	11
	3.287
	1.00
	.98

	rs5219
	KCNJ11
	rs757110
	ABCC8
	11
	430.45
	.94
	.88

	rs5219
	KCNJ11
	rs4148646
	ABCC8
	11
	427.163
	.95
	.89

	rs5210
	KCNJ11
	rs5218
	KCNJ11
	11
	0.818
	1.00
	.92

	GE117881_360
	HNF1A
	rs1169289
	HNF1A
	12
	1.329
	.92
	.80

	rs2701175
	HNF1A
	rs2178463
	HNF1A
	12
	1.95
	1.00
	1.00

	rs1920792
	HNF1A
	rs2393792
	HNF1A
	12
	1.709
	1.00
	1.00

	rs2206656
	PTPN1
	rs718049
	PTPN1
	20
	66.48
	.92
	.84

	rs2206656
	PTPN1
	rs718050
	PTPN1
	20
	66.811
	.92
	.85

	rs2206656
	PTPN1
	rs3787345
	PTPN1
	20
	55.304
	.92
	.82

	rs941798
	PTPN1
	rs3787348
	PTPN1
	20
	33.763
	1.00*
	1.00*

	rs718050
	PTPN1
	rs754118
	PTPN1
	20
	5.026
	1.00*
	1.00*

	rs718050
	PTPN1
	rs2282147
	PTPN1
	20
	0.763
	1.00*
	1.00*


* r2 estimates from the HapMap CEU sample
